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Xanthomonas bromi strain LMG 947 (NR 026390.1)

Xanthomonas populi strain LMG 5743 (NR 026320.1)
Xanthomonas hortorum strain LMG 733 (NR 026386.1)

64 | Xanthomonas theicola strain TC1 (NR 029332.1)

Xanthomonas gardneri strain DSM 19127 (NR 104793.1)

Xanthomonas arboricola pv. juglandis strain NCPPB 411 (NR 113167.1)
94 | | Xanthomonas campestris strain ATCC 33913 (NR 074936.1)
Xanthomonas pisi strain LMG 847 (NR 026385.1)

78 Xanthomonas codiaei strain LMG 8678 (NR 026391.1)
ss [*anthomonas citri strain 3213 (NR 104964.1)

571 Xanthomonas vasicola strain LMG 736 (NR 026383.1)

Hanthomonas maliensis strain M37 (NR 136457 1)

Stenotrophomonas panacihumi strain MKDE (NR 117406.1)
Stenotrophomonas tumulicola strain T5916-2-1b (MR 148818.1)
a8 {——O SG2 2018 (MH100804.1)S

gL 1 Stenotrophomonas rhizophila strain e-p10 (NR 121739.1)

A
0.002

Represents Phylogenetic analysis of partial 16S r-DNA sequence of the bacterial isolate SG2 isolated from
dumping ground soil by Neighbour-Joining Method

Pusillimonas ginsengisoli strain DCY25 (NR 116103.1)

Eoetvoesia caeni strain PB3-7B (NR 125538.1)
Castellaniella defragrans strain 54Pin (NR 025280.1)

Castellaniella ginsengisoli strain DCY36 (NR 116482.1)
Paralcaligenes ginsengisoli strain DCY104 (NR 148318.1)
Paralcaligenes ureilyticus strain GR24-5 (NR 116812.1)

Advenella kashmirensis strain WT001 (NR 074872.1)

Paenalcalig suwonensis strain ABC02-12 (NR _133804.1)
@ SG5 2018 (MH107103.1)
ag|| Alcabgenes faecalis strain NERC 13111 (NR 113606.1)

Alcaligenes faecalis subsp. phenolicus strain J (NR 042830.1)
Alcaligenes aguatlis stram LMG 22996 (NR 104977.1 )
Alcaligenes palast: strain NCCP-650 (MR 145932.1)

i
0.005

Represents Phylogenetic analysis of partial 16S r-DNA sequence of the SG5 isolated from dumping ground soil
by Neighbour-Joining Method



Bacillus stamensis strain PD-A10 (MR 117274.1)
Bacillus methylotrophicus stram CBEMB205 (MR 116240.1)
Bacillus velezensis stram FZB42 (NR 075005.2)
Bacillus nematocida strain B-16 (NR 115325.1)
Bacillus amyloliquefaciens strain ATCC 23350 (NR 118950.1)
Bacillus vallismortis stran DSM 11031 (NR 024696.1)
Bacillus nakamurai strain NRRL B-41021 (NR 151897.1)
Bacillus subtilis subsp. subtilis stram 168 (NR 102783.2)
@ SG7 2018 (MH107112.1)
— Bacillus tequilensis strain 10b (NR 104919.1)
Bacillus mojavensis strain IFO15718 (NR 024693.1)
&0 Bacillus halotolerans stram DSM 8802 (MR 115063.1)
64 | Bacillus azarquiensis strain LMG 22476 (MR 115929.1)
Bacillus sonorensis strain NBRC 101234 (NR 113993.1)

100 Bacillus icheniformus stran DSM 13 (NR 118996.1)
66 [— Bacillus aerus strain 24K (NR 042338.1)

33

0.002

Represents Phylogenetic analysis of partial 16S r-DNA sequence of the bacterial isolate SG7 isolated from
dumping ground soil by Neighbour-Joining Method.

100 | Corynebacterium aurimucosum strain H2456 (NR 115262.1)

2 | Corynebacterium aurimucosum strain H2456 (NR 115262.1)(2)
Corynebacterium accolens stran CNCTC Thi1/57 (NR 042139.1)
S5 34 Corynebacterium flavescens strain CIP 69.5 (NR 119136.1)
Corynebacterium camporealensis strain CRS-51 (NR 029326.1)
67 p Corynebacterium jeikeium strain A376/84 (NR 037035.1)

99 L Corynebacterium falsenii strain BL 8171 (NR 121720.2)
Corynebacterium epidermidicanis strain 410 (NR 108533.1)

— Corynebacterium casei strain LMG 5-19264 (NR 121719.2)
100 L Corynebacterium ammoniagenes strain Cooke J.V 9.6 (MR 037039.1)

97 Corynebacteriumn faecale strain YIM 101505 (NR 149764.1)
{ Corynebacterium efficiens strain YS-314 (NR 102865.1)
o8 (—— @ SM4 2018 (MH108116.1)
& 4[ Corynebacterium ghitamicum strain ATCC 13032 (NR 074663.1)

a3 Corynebactenum deserh stran GIMN1.010 (MR 1180051
T | | Corynebacterium crudilactis strain JZ16 (NR 153680.1)
59 Corynebacterum callunae stram NCIME 10338 (NR 037036.1)

Represents Phylogenetic analysis of partial 16S r-DNA sequence of the bacterial isolate SM4 isolated from
Mangrove soil by Neighbour-Joining Method.
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%9 Alcaligenes aquatilis strain LMG 22996 (NR 104977.1)
|A1ca]igen,es faecalis subsp. parafaecahs stran G (NR 025357.1)

100 |-— Alcaligenes palastanensis stramn NCCP-650 (NR 145932.1)

59

48

&t L[—. SM6 2018 (MH107132.1)
77 | Alcaligenes faecalis stram NBRC 13111 (NR 113606.1)

Paenalcaligenes suwonensis strain ABC02-12 (NR 133804.1)

Pelistega europaea stramn LMG 10982 (NR 119248.1)
Pusillimonas noertemannit strain BN9 (NR 043129.1)

Parapusillimonas granuli strain Ch07 (NR 115804.1)

Paralcaligenes ureilyticus strain GR24-5 (NR 116812.1)
Candidimonas nitroreducens strain SC-089 (NR 117010.1)

44
46 Pigmentiphaga daeguensis strain K110 (NR 044082.1)
81 I Achromobacter kerstersi strain LMG 3441 (NR 152015.1)
A
0.005

Represents Phylogenetic analysis of partial 16S r-DNA sequence of the bacterial isolate SM6 isolated from
Mangrove soil by Neighbour-Joining Method.

&3 | Citrobacter braaku strain DSM 17596 (NR 117750.1)
Citrobacter werkman stram CDC 0876-58 (NR 024862.1)
Citrobacter freundn strain LMG 3246 (NR 117752.1)
@ SM9 2018 (MH107117.1)

51

= Citrobacter murlinae stran CDC 2970-59 (NE 028688.1)
= Citrobacter gillenu stram CDC 4693-86 (NR 041697.1)
50 Citrobacter youngae stran GTC 1314 (NR 041527.1)
Enterobacter hormaechet stram 0992-77 (MR 042154.1)
= Enterobacter tabact strain YIM Hb-3 (NR 146667.2)

Leclercia adecarboxylata strain NBRC 102595 (NR 114154.1)
Enterobacter ludwigy strain EN-119 (NR 042349.1)
Enterobacter cloacae subsp. dissolvens strain LMG 2683 (NR 044978.1)
Enterobacter kobe strain CIP 105566 (NR 028993.1)

51

66

89 ,j Enterobacter xiangfangensis strain 10-17 (NR 126208.1)
Enterobacter bugandensis strain 247BMC (NR 148649.1)

Kluyvera cryocrescens strain 12993 (NR 028803.1)

—
0.001

|
84l Enterobacter aerogenes strain NCTC10006 (NR 114737.1)

Represents Phylogenetic analysis of partial 16S r-DNA sequence of the bacterial isolate SM10 isolated from

Mangrove soil by Neighbour-Joining Method.



